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Scientific Data 1:140035 doi: 10.1038/sdata.2014.35 (2014); Published 30 September 2014;
Updated 11 November 2014
The original version of this Data Descriptor contained a typographical error in the spelling of the
author Terence C. Wong, which was incorrectly given as Terrence C. Wong. This has now been
corrected in the PDF and HTML versions of the Data Descriptor.
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